Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.131; data-to-parameter ratio = 15.3.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
D-HÁ
grape berry and in wine in significant concentrations (Ong & Nagel, 1978; Nagel & Wulf, 1979) , the p-coumaroyl L-tartrate ester has the potential to contribute even further to the accumulation of 4-ethylphenol in finished wines and thus contribute further to the spoilage of wine.
Synthesis of the known wine component p-coumaroyl L-tartrate was attempted using di-tert-butyl L-tartrate and the 1-O-acetyl protected hydroxycinnamic acid in an analogous method to that described by Zhao and Burke (1998) . The desired product was isolated and recrystallized from 30% ethyl acetate/hexane to afford a crystalline solid from which the structure was determined by X-ray crystallography to confirm the retention of the (R,R)-stereochemistry, Fig. 1 .
The most prominent feature of the crystal packing is the formation of linear supramolecular chains along the a axis via hydroxyl-O-H···O(carbonyl) hydrogen bonds, Fig. 2 Experimental 1-O-Acetyl p-coumaric acid was prepared using a method analogous to that previously described by Zhao and Burke (1998) , and the characterization data matched that previously described (Shimizu & Kojima, 1984) . 1-O-Acetyl p-coumaric acid (0.17 g 0.82 mmol) was heated under reflux in dry benzene (10 ml) containing thionyl chloride (1 ml, 13.77 mmol). After
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95-1.00 Å, U iso (H) 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. The acid H-atom was located in a difference Fourier map and was refined freely.
Figures Fig. 1 . The asymmetric unit of (I) showing displacement ellipsoids at the 70% probability level. 
1,4-Di-tert-butyl (2R,3R)-2-({(2E)-3-[4-(acetyloxy)phenyl]prop-2-enoyl}oxy)-3-hydroxybutanedioate
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